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<210> 1 

<211> 733 

<212> DNA 

<213> Homo sapiens 



<400> 1 

gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 60 

aattcgaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac accctcatga 120 

tctcccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa gaccctgagg 180 

tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 240 

aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 300 

ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 360 

agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 42 0 

catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 480 

atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 54 0 

ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 600 

acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 660 

acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 72 0 

gactctagag gat 733 



<210> 2 

<211> 1930 

<212> DNA 

<213> Homo sapiens 



<400> 2 

cagactggta ccgccaccat gagggtgctt tgtgccttcc ctgaagccat gccctccagc 60 

aactcccgcc cccccgcgtg cctagccccg ggggctctct acttggctct gttgctccat 120 

ctctcccttt cctcccaggc tggagacagg agacccttgc ctgtagacag agctgcaggt 180 

ttgaaggaaa agaccctgat tctacttgat gtgagcacca agaacccagt caggacagtc 240 

aatgagaact tcctctctct gcagctggat ccgtccatca ttcatgatgg ctggctcgat 300 

ttcctaagct ccaagcgctt ggtgaccctg gcccggggac tttcgcccgc ctttctgcgc 360 

ttcgggggca aaaggaccga cttcctgcag ttccagaacc tgaggaaccc ggcgaaaagc 420 

cgcgggggcc cgggcccgga ttactatctc aaaaactatg aggatgagcc aaataactat 480 

cggaccatgc atggccgggc agtaaatggc agccagttgg gaaaggatta catccagctg B4 0 

aagagcctgt tgcagcccat ccggatttat tccagagcca gcttatatgg ccctaatatt 600 

gggcggccga ggaagaatgt catcgccctc ctagatggat tcatgaaggt ggcaggaagt 66 0 

acagtagatg cagttacctg gcaacattgc tacattgatg gccgggtggt caaggtgatg 72 0 



l 



gacttcctga aaactcgcct gttagacaca ctctctgacc agattaggaa aattcagaaa 
gtggttaata catacactcc aggaaagaag atttggcttg aaggtgtggt gaccacctca 
gctggaggca caaacaatct atccgattcc tatgctgcag gattcttatg gttgaacact 
ttaggaatgc tggccaatca gggcattgat gtcgtgatac ggcactcatt ttttgaccat 
ggatacaatc acctcgtgga ccagaatttt aacccattac cagactactg gctctctctc 
ctctacaagc gcctgatcgg ccccaaagtc ttggctgtgc atgtggctgg gctccagcgg 
aagccacggc ctggccgagt gatccgggac aaactaagga tttatgctca ctgcacaaac 
caccacaacc acaactacgt tcgtgggtcc attacacttt ttatcatcaa cttgcatcga 
tcaagaaaga aaatcaagct ggctgggact ctcagagaca agctggttca ccagtacctg 
ctgcagccct atgggcagga gggcctaaag tccaagtcag tgcaactgaa tggccagccc 
ttagtgatgg tggacgacgg gaccctccca gaattgaagc cccgccccct tcgggccggc 
cggacattgg tcatccctcc agtcaccatg ggcttttttg tggtcaagaa tgtcaatgct 
ttggcctgcc gctaccgata agctatcctc acactcatgg ctaccagtgg gcctgctggg 
ctgcttccac tcctccactc cagtagtatc ctctgttttc agacatccta gcaaccagcc 
cctgctgccc catcctgctg gaatcaacac agacttgctc tccaaagaga ctaaatgtca 
tagcgtgatc ttagcctagg taggccacat ccatcccaaa ggaaaatgta gacatcacct 
gtacctatat aaggataaag gcatgtgtat agagcagaat gtttcccttc atgtgcacta 
tgaaaacgag ctgacagcac actcccagga gaaatgtttc cagacaactc cccatgatcc 
tgtcacacag cattataacc acaaatccaa accttagcct gctgctgctg ctgccctcag 
aggaagatga ggaaggaaaa aaactgggtg gacctaaaaa aacccatcct ctcccaaaaa 
aaaaaaaaaa 



780 



840 



900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1930 



<210> 3 

<211> 2643 

<212> DNA 

<213> Homo sapiens 

<400> 3 

cagatgcgag cgcggccgcg gccccggccg ctctgggcga ctgtgctggc gctgggggcg 60 

ctggcgggcg ttggcgtagg agggcccaac atctgtacca cgcgaggtgt gagctcctgc 12 0 

cagcagtgcc tggctgtgag ccccatgtgt gcctggtgct ctgatgaggc cctgcctctg 180 

ggctcacctc gctgtgacct gaaggagaat ctgctgaagg ataactgtgc cccagaatcc 240 

atcgagttcc cagtgagtga ggcccgagta ctagaggaca ggcccctcag cgacaagggc 3 00 

tctggagaca gctcccaggt cactcaagtc agtccccaga ggattgcact ccggctccgg 360 

ccagatgatt cgaagaattt ctccatccaa gtgcggcagg tggaggatta ccctgtggac 420 

atctactact tgatggacct gtcttactcc atgaaggatg atctgtggag catccagaac 480 

ctgggtacca agctggccac ccagatgcga aagctcacca gtaacctgcg gattggcttc 540 

ggggcatttg tggacaagcc tgtgtcacca tacatgtata tctccccacc agaggccctc 600 

gaaaacccct gctatgatat gaagaccacc tgcttgccca tgtttggeta caaacacgtg 660 

ctgacgctaa ctgaccaggt gacccgcttc aatgaggaag tgaagaagca gagtgtgtca 720 

cggaaccgag atgccccaga gggtggcttt gatgccatca tgcaggctac agtctgtgat 780 

gaaaagattg gctggaggaa tgatgcatcc cacttgctgg tgtttaccac tgatgccaag 840 

actcatatag cattggacgg aaggctggca ggcattgtcc agcctaatga cgggcagtgt 900 

catgttggta gtgacaatca ttactctgcc tccactacca tggattatcc ctctttgggg 960 

ctgatgactg agaagctatc ccagaaaaac atcaatttga tctttgcagt gactgaaaat 1020 

gtagtcaatc tctatcagaa ctatagtgag ctcatcccag ggaccacagt tggggttctg 1080 

tccatggatt ccagcaatgt cctccagctc attgttgatg cttatgggaa aatccgttct 1140 

aaagtagagc tggaagtgcg tgacctccct gaagagttgt ctctatcctt caatgccacc 1200 

tgcctcaaca atgaggtcat ccctggcctc aagtcttgta tgggactcaa gattggagac 12 60 

acggtgagcfc tcagcattga ggccaaggtg cgaggctgtc cccaggagaa ggagaagtcc 1320 

tttaccataa agcccgtggg cttcaaggac agcctgatcg tccaggtcac ctttgattgt 13 80 

gactgtgcct gccaggccca agctgaacct aatagccatc gctgcaacaa tggcaatggg 1440 

acctatgtct gcggcctgtg tgagtgcagc cccggctacc tgggcaccag gtgcgagtgc 1500 

caggatgggg agaaccagag cgtgtaccag aacctgtgcc gggaggcaga gggcaagcca 1560 

ctgtgcagcg ggcgtgggga ctgcagctgc aaccagtgct cctgcttcga gagcgagttt 1620 

ggcaagatct atgggccttt ctgtgagtgc gacaacttct cctgtgccag gaacaaggga 16 80 

gtcctctgct caggccatgg cgagtgtcac tgcggggaat gcaagtgcca tgcaggttac 1740 

atcggggaca actgtaactg ctcgacagac atcagcacat gccggggcag agatggccag 1800 

atctgcagcg agcgtgggca ctgtctctgt gggcagtgcc aatgcacgga gccgggggcc 1860 



2 



tttggggaga tgtgtgagaa 
tgcgtcgagt gcctgctgct 
tgcagggatg aggtgatcac 
ctatgtttct acaaaaccgc 
agtgggaagt ccaacctgac 
atgaccatcc tcctggctgt 
atctggaagc tgcttgtcac 
cgatccaggg cccgctatga 
cacactgtgg acttcacctt 
tgtttccttc tccgaggggc 
tgcacggctg ctcggcttga 
gtgagcctgg gccaggagcc 
gctgctaggc cagagccatg 
gat 



gtgccccacc tgcccggatg catgcagcac caagagagat 
ccactctggg aaacctgaca accagacctg ccacagccta 
atgggtggac accatcgtga aagatgacca ggaggctgtg 
taaggactgc gtcatgatgt tcacctatgt ggagctcccc 
cgtcctcagg gagccagagt gtggaaacac ccccaacgcc 
ggtcggtagc atcctccttg ttgggcttgc actcctggct 
catccacgac cggagggagt ttgcaaagtt tcagagcgag 
aatggcttca aatccattat acagaaagcc tatctccacg 
caacaagttc aacaaatcct acaatggcac tgtggactga 
tggagcgggg atctgatgaa aaggtcagac tgaaacgcct 
tcacagctcc ctaggtaggc accacagaga agaccttcta 
cacagtgcct gtacaggaag gtgcctggcc atgtcacctg 
ccaggctgcg tccctccgag cttgggataa agcaagggtg 



1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2643 



<210> 4 

<211> 1755 

<212> DNA 

<213> Homo sapiens 

<400> 4 

ggcacgaggc agatcttctc atcgggacag cccgtgcaga atctgctcct ggacacccac 60 

agggggctgc tgtatgcggc ctcacactcg ggcgtagtcc aggtgcccat ggccaactgc 12 0 

agcctgtaca ggagctgtgg ggactgcctc ctcgcccggg acccctactg tgcttggagc 180 

ggctccagct gcaagcacgt cagcctctac cagcctcagc tggccaccag gccgtggatc 240 

caggacatcg agggagccag cgccaaggac ctttgcagcg cgtcttcggt tgtgtccccg 3 00 

tcttttgtac caacagggga gaagccatgt gagcaagtcc agttccagcc caacacagtg 3 60 

aacactttgg cctgcccgct cctctccaac ctggcgaccc gactctggct acgcaacggg 420 

gcccccgtca atgcctcggc ctcctgccac gtgctaccca ctggggacct gctgctggtg 480 

ggcacccaac agctggggga gttccagtgc tggtcactag aggagggctt ccagcagctg 54 0 

gtagccagct actgcccaga ggtggtggag gacggggtgg cagaccaaac agatgagggt 6 00 

ggcagtgtac ccgtcattat cagcacatcg cgtgtgagtg caccagctgg tggcaaggcc 660 

agctggggtg cagacaggtc ctactggaag gagttcctgg tgatgtgcac gctctttgtg 720 

ctggccgtgc tgctcccagt tttattcttg ctctaccggc accggaacag catgaaagtc 7 80 

ttcctgaagc agggggaatg tgccagcgtg caccccaaga cctgccctgt ggtgctgccc 840 

cctgagaccc gcccactcaa cggcctaggg ccccctagca ccccgctcga tcaccgaggg 900 

taccagtccc tgtcagacag ccccccgggg tcccgagtct tcactgagtc agagaagagg 960 

ccactcagca tccaagacag cttcgtggag gtatccccag tgtgcccccg gccccgggtc 1020 

cgccttggct cggagatccg tgactctgtg gtgtgagagc tgacttccag aggacgctgc 10 80 

cctggcttca ggggctgtga atgctcggag agggtcaact ggacctcccc tccgctctgc 1140 

tcttcgtgga acacgaccgt ggtgcccggc ccttgggagc cttggggcca gctggcctgc 1200 

tgctctccag tcaagtagcg aagctcctac cacccagaca cccaaacagc cgtggcccca 12 60 

gaggtcctgg ccaaatatgg gggcctgcct aggttggtgg aacagtgctc cttatgtaaa 1320 

ctgagccctt tgtttaaaaa acaattccaa atgtgaaact agaatgagag ggaagagata 13 80 

gcatggcatg cagcacacac ggctgctcca gttcatggcc tcccaggggt gctggggatg 1440 

catccaaagt ggttgtctga gacagagttg gaaaccctca ccaactggcc tcttcacctt 1500 

ccacattatc ccgctgccac cggctgccct gtctcactgc agattcagga ccagcttggg 1560 

ctgcgtgcgt tctgccttgc cagtccccag ttcaccctcc atccctcacc ttcctccact 1620 

ctaagggata tcaacactgc ccagcacagg ggccctgaat ttatgtggtt tttatacatt 1680 

ttttaataag atgcacttta tgtcattttt taataaagtc tgaagaatta ctgtttaaaa 1740 

aaaaaaaaaa aaaaa 1755 



<210> 5 

<211> 1887 

<212> DNA 

<213> Homo sapiens 

<400> 5 



3 



gtggtggcac ctgcacagca atcaaagccg actcctacat ttgcctctgt ccccttgggt 60 

ttaaaggtcg acactgtgaa gatgctttca ccttgaccat tcctcagttc agagagtctc 120 

tgagatctta cgctgcaact ccctggccac tggagcccca gcattacctt tccttcatgg 180 

aatttgagat cacatttcgg ccagactcag gagatggtgt cctcctgtac agctatgaca 24 0 

caggcagcaa agacttcctg tccatcaact tggcaggggg ccacgtggag ttccgctttg 300 

actgtggctc tgggaccggt gtcctcagga gtgaagatcc cctcaccctg ggcaactggc 360 

acgagcttcg tgtatctcgc acagcaaaga atggaatctt acaggtggat aagcagaaga 42 0 

tagtggaggg aatggcagag ggaggcttca cacagattaa gtgcaacaca gacattttca 480 

ttggcggagt ccccaattat gatgatgtga agaagaactc gggtgtcctg aagcctttca 54 0 

gcgggagcat ccagaagatc atcctgaatg accgaaccat ccatgtgaag catgacttca 60 0 

cctccggagt gaatgtggag aatgcggccc acccctgtgt gagagcccct tgtgcccatg 660 

ggggcagctg ccggcccagg aaggagggct atgactgtga ctgccccttg ggctttgagg 72 0 

ggcttcactg ccagaaagcg atcatagaag ccattgagat cccgcagttt atcggccgca 780 

gttacctgac gtatgacaac ccagatatct tgaagagggt gtcaggatca agatcaaatg 84 0 

tgttcatgag gtttaaaaca actgccaagg atggcctttt gctgtggagg ggagacagcc 900 

ccatgagacc caacagcgac ttcatttcct tgggccttcg ggatggagcc ctcgtgttca 960 

gctataacct gggcagtggt gtggcatcca tcatggtgaa tggctccttc aacgatggtc 102 0 

ggtggcaccg agttaaggcc gttagggatg gccagtcagg aaagataacc gtggatgact 1080 

atggagccag aacaggcaaa tccccaggca tgatgcggca gcttaacatc aatggagctc 1140 

tgtatgtggg tggaatgaag gaaattgctc tgcacactaa caggcaatat atgagagggc 1200 

tcgtgggctg tatctctcac ttcaccctgt ccaccgatta ccacatttcc ctcgtggaag 1260 

atgccgtgga tgggaaaaac atcaacactt gtggagccaa gtaacaccag ctggccttgt 132 0 

ccaagggaca gagccttcta ttctgagaat cccaggggcc ctcagaccct gcctgatgct 13 8 0 

atatgcagag gcccagggac caggtgtgtt tcctctcacc aagaagaaag tacacactga 144 0 

tgagaaactg agaaccaaga caggcatccc tgggtggcct ttcctgctga cactccacga 1500 

gctgacccag cagaattctc tgtgtaggaa gcatcggact ttgtccattg aatatgtagc 1560 

ggctgccaga gatcacacat caatgcaaat tccagagcct gtctgctata gctcagtgac 162 0 

tgtgttgtga ttcatagtac attaaaaaga gagagagaga gaaagaatcc cacagggcac 168 0 

tattaaaata cttctctcct tccctga'ctc atgacactct tcctgacagc agaatgactg 1740 

tgtgaccttg aacttcacat ttcccacatt ggcccttgga ttgttcggat taaccccttc 1800 

cactcctcac tggctggttc actgtgttct gactagtcca taaaaataaa gatggaagga 1860 

gatcaaaaaa aaaaaaaaaa aaaaaaa 1887 



<210> 6 

<211> 853 

<212> DNA 

<213> Homo sapiens 



<400> 6 

gccagatctc cgcggctgac ctggactccc ctgccagccc aatcagatac tccatcctcc 60 

cccactcaga tccggagcgt tgcttctcta tccagcccga ggaaggcacc atccatacag 12 0 

cagcacccct ggatcgcgag gctcgcgcct ggcacaacct cactgtgctg gctacagagc 18 0 

tcgacagttc tgcacaggcc tcgcgcgtgc aagtggccat ccagaccctg gataagaatg 24 0 

acaatgctcc ccagctggct gagccctacg atacttttgt gtgtgactct gcagctcctg 300 

gccagctgat tcaggtcatc cgggccctgg acagggatga agttggcaac agtagccatg 360 

tctcctttca aggtcctctg ggccctgatg ccaactttac tgtccaggac aaccgagatg 420 

gctccgccag cctgctgctg ccctcccgcc ctgctccacc ccgccatgcc ccctacttgg 480 

ttcccataga actgtgggac tgggggcagc cggcgctgag cagcactgcc acagtgactg 54 0 

ttagtgtgtg ccgctgccag cctgacggct ctgtggcatc ctgcttgccc tggtggtgct 60 0 

cttcgtggcc ctgcggcggc agaagcaaga agcactgatg gtactggagg aggaggacgt 660 

ccgagagaac atcatcacct acgacgacga gggcggcggc gaggaggaca ccgaggcctt 72 0 

cgacatcacg gccttgcaga acccggacgg ggcggccccc ccggcgcccg gccctcccgc 780 

gcgccgagac gtgttgcccc gggcccgggt gtcgcgccag cccagacccc ccggccccgc 84 0 

cgacgtggcg cag 853 



<210> 7 
<211> 480 
<212> PRT 



4 



<213> Homo sapiens 
<400> 7 

Met Arg Val Leu Cys Ala Phe Pro Glu Ala Met Pro Ser Ser Asn Ser 



Arg Pro Pro Ala Cys Leu Ala Pro Gly Ala Leu Tyr Leu Ala Leu Leu 
20 25 30 

Leu His Leu Ser Leu Ser Ser Gin Ala Gly Asp Arg Arg Pro Leu Pro 
35 40 45 

Val Asp Arg Ala Ala Gly Leu Lys Glu Lys Thr Leu lie Leu Leu Asp 
50 55 60 

Val Ser Thr Lys Asn Pro Val Arg Thr Val Asn Glu Asn Phe Leu Ser 

65 70 75 80 

Leu Gin Leu Asp Pro Ser lie lie His Asp Gly Trp Leu Asp Phe Leu 



Ser Ser Lys Arg Leu Val Thr Leu Ala Arg Gly Leu Ser Pro Ala Phe 
100 105 110 

Leu Arg Phe Gly Gly Lys Arg Thr Asp Phe Leu Gin Phe Gin Asn Leu 
115 120 125 

Arg Asn Pro Ala Lys Ser Arg Gly Gly Pro Gly Pro Asp Tyr Tyr Leu 
130 135 140 

Lys Asn Tyr Glu Asp Glu Pro Asn Asn Tyr Arg Thr Met His Gly Arg 
145 150 155 160 

Ala Val Asn Gly Ser Gin Leu Gly Lys Asp Tyr lie Gin Leu Lys Ser 
165 170 175 

Leu Leu Gin Pro lie Arg lie Tyr Ser Arg Ala Ser Leu Tyr Gly Pro 
180 185 190 

Asn lie Gly Arg Pro Arg Lys Asn Val lie Ala Leu Leu Asp Gly Phe 
195 200 205 

Met Lys Val Ala Gly Ser Thr Val Asp Ala Val Thr Trp Gin His Cys 
210 215 220 

Tyr lie Asp Gly Arg Val Val Lys Val Met Asp Phe Leu Lys Thr Arg 
225 230 235 240 

Leu Leu Asp Thr Leu Ser Asp Gin lie Arg Lys lie Gin Lys Val Val 
245 250 255 

Asn Thr Tyr Thr Pro Gly Lys Lys lie Trp Leu Glu Gly Val Val Thr 
260 265 270 

Thr Ser Ala Gly Gly Thr Asn Asn Leu Ser Asp Ser Tyr Ala Ala Gly 
275 280 285 

Phe Leu Trp Leu Asn Thr Leu Gly Met Leu Ala Asn Gin Gly lie Asp 
290 295 300 



5 



Val Val lie Arg His Ser Phe Phe Asp His Gly Tyr Asn His Leu Val 
305 310 315 320 



Asp Gin Asn Phe 



Lys Arg Leu He 
340 

Gin Arg Lys Pro 
355 

Tyr Ala His Cys 
370 

lie Thr Leu Phe 
385 

Leu Ala Gly Thr 



Pro Tyr Gly Gin 
420 

Gin Pro Leu Val 
435 

Arg Pro Leu Arg 
450 

Gly Phe Phe Val 
4S5 



Asn Pro Leu Pro 
325 

Gly Pro Lys Val 



Arg Pro Gly Arg 
360 

Thr Asn His His 
375 

He He Asn Leu 
390 

Leu Arg Asp Lys 
405 

Glu Gly Leu Lys 



Met Val Asp Asp 
440 

Ala Gly Arg Thr 
455 

Val Lys Asn Val 
470 



Asp Tyr Trp Leu 
330 

Leu Ala Val His 
345 

Val He Arg Asp 



Asn His Asn Tyr 
380 

His Arg Ser Arg 
395 

Leu Val His Gin 
410 

Ser Lys Ser Val 
425 

Gly Thr Leu Pro 



Leu Val He Pro 
460 

Asn Ala Leu Ala 
475 



Ser Leu Leu Tyr 
335 

Val Ala Gly Leu 
350 

Lys Leu Arg He 
365 

Val Arg Gly Ser 



Lys Lys He Lys 
400 

Tyr Leu Leu Gin 
415 

Gin Leu Asn Gly 
430 

Glu Leu Lys Pro 
445 

Pro Val Thr Met 



Cys Arg Tyr Arg 
480 



<210> 8 
<211> 798 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Arg Ala Arg Pro Arg Pro Arg Pro Leu Trp Ala Thr Val Leu Ala 



Leu Gly Ala Leu Ala Gly Val Gly Val Gly Gly Pro Asn He Cys Thr 

20 25 30 

Thr Arg Gly Val Ser Ser Cys Gin Gin Cys Leu Ala Val Ser Pro Met 

35 40 45 

Cys Ala Trp Cys Ser Asp Glu Ala Leu Pro Leu Gly Ser Pro Arg Cys 
50 55 60 

Asp Leu Lys Glu Asn Leu Leu Lys Asp Asn Cys Ala Pro Glu Ser He 



Glu Phe Pro Val Ser Glu Ala Arg Val Leu Glu Asp Arg Pro Leu Ser 
85 90 95 
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Asp Lys Gly Ser 
100 

Arg lie Ala Leu 
115 

Gin Val Arg Gin 
130 

Asp Leu Ser Tyr 
145 

Gly Thr Lys Leu 



He Gly Phe Gly 
180 

He Ser Pro Pro 
195 

Thr Cys Leu Pro 
210 

Gin Val Thr Arg 
225 

Asn Arg Asp Ala 



Val Cys Asp Glu 
260 

Val Phe Thr Thr 
275 

Ala Gly He Val 
290 

Asn His Tyr Ser 
305 

Met Thr Glu Lys 



Thr Glu Asn Val 
340 

Gly Thr Thr Val 
355 

Leu lie Val Asp 
370 

Val Arg Asp Leu 
385 

Leu Asn Asn Glu 



Gly Asp Ser Ser 



Arg Leu Arg Pro 
120 

Val Glu Asp Tyr 
135 

Ser Met Lys Asp 
150 

Ala Thr Gin Met 
165 

Ala Phe Val Asp 



Glu Ala Leu Glu 
200 

Met Phe Gly Tyr 
215 

Phe Asn Glu Glu 
230 

Pro Glu Gly Gly 
245 

Lys He Gly Trp 



Asp Ala Lys Thr 
280 

Gin Pro Asn Asp 
295 

Ala Ser Thr Thr 
310 

Leu Ser Gin Lys 
325 

Val Asn Leu Tyr 



Gly Val Leu Ser 
360 

Ala Tyr Gly Lys 
375 

Pro Glu Glu Leu 
390 

Val He Pro Gly 
405 



Gin Val Thr Gin 
105 

Asp Asp Ser Lys 



Pro Val Asp He 
140 

Asp Leu Trp Ser 
155 

Arg Lys Leu Thr 
170 

Lys Pro Val Ser 
185 

Asn Pro Cys Tyr 



Lys His Val Leu 
220 

Val Lys Lys Gin 
235 

Phe Asp Ala lie 
250 

Arg Asn Asp Ala 
265 

His He Ala Leu 



Gly Gin Cys His 
300 

Met Asp Tyr Pro 
315 

Asn He Asn Leu 
330 

Gin Asn Tyr Ser 
345 

Met Asp Ser Ser 



He Arg Ser Lys 
380 

Ser Leu Ser Phe 
395 

Leu Lys Ser Cys 
410 



Val Ser Pro Gin 
110 

Asn Phe Ser He 
125 

Tyr Tyr Leu Met 



He Gin Asn Leu 
160 

Ser Asn Leu Arg 
175 

Pro Tyr Met Tyr 
190 

Asp Met Lys Thr 
205 

Thr Leu Thr Asp 



Ser Val Ser Arg 
240 

Met Gin Ala Thr 
255 

Ser His Leu Leu 
270 

Asp Gly Arg Leu 
285 

Val Gly Ser Asp 



Ser Leu Gly Leu 
320 

He Phe Ala Val 
335 

Glu Leu He Pro 
350 

Asn Val Leu Gin 
365 

Val Glu Leu Glu 



Asn Ala Thr Cys 
400 

Met Gly Leu Lys 
415 
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lie Gly Asp Thr 
420 

Pro Gin Glu Lys 
435 

Asp Ser Leu lie 
450 

Ala Gin Ala Glu 
465 

Tyr Val Cys Gly 



Cys Glu Cys Gin 
500 

Arg Glu Ala Glu 
515 

Cys Asn Gin Cys 
530 

Pro Phe Cys Glu 
545 

Leu Cys Ser Gly 



Ala Gly Tyr lie 
580 

Cys Arg Gly Arg 
595 

Cys Gly Gin Cys 
610 

Glu Lys Cys Pro 
625 

Val Glu Cys Leu 



His Ser Leu Cys 
660 

Lys Asp Asp Gin 
675 

Cys Val Met Met 
690 

Leu Thr Val Leu 
705 

Thr lie Leu Leu 



Val Ser Phe Ser 



Glu Lys Ser Phe 
440 

Val Gin Val Thr 
455 

Pro Asn Ser His 
470 

Leu Cys Glu Cys 
485 

Asp Gly Glu Asn 



Gly Lys Pro Leu 
520 

Ser Cys Phe Glu 
535 

Cys Asp Asn Phe 
550 

His Gly Glu Cys 
565 

Gly Asp Asn Cys 



Asp Gly Gin lie 
600 

Gin Cys Thr Glu 
615 

Thr Cys Pro Asp 
630 

Leu Leu His Ser 
645 

Arg Asp Glu Val 



Glu Ala Val Leu 
680 

Phe Thr Tyr Val 
695 

Arg Glu Pro Glu 
710 

Ala Val Val Gly 
725 



lie Glu Ala Lys 
425 

Thr He Lys Pro 



Phe Asp Cys Asp 
460 

Arg Cys Asn Asn 
475 

Ser Pro Gly Tyr 
490 

Gin Ser Val Tyr 
505 

Cys Ser Gly Arg 



Ser Glu Phe Gly 
540 

Ser Cys Ala Arg 
555 

His Cys Gly Glu 
570 

Asn Cys Ser Thr 
585 

Cys Ser Glu Arg 



Pro Gly Ala Phe 
620 

Ala Cys Ser Thr 
635 

Gly Lys Pro Asp 
650 

lie Thr Trp Val 
665 

Cys Phe Tyr Lys 



Glu Leu Pro Ser 
700 

Cys Gly Asn Thr 
715 

Ser lie Leu Leu 
730 



Val Arg Gly Cys 
430 

Val Gly Phe Lys 
445 

Cys Ala Cys Gin 



Gly Asn Gly Thr 
480 

Leu Gly Thr Arg 
495 

Gin Asn Leu Cys 
510 

Gly Asp Cys Ser 
525 

Lys He Tyr Gly 



Asn Lys Gly Val 
560 

Cys Lys Cys His 
575 

Asp He Ser Thr 
590 

Gly His Cys Leu 
605 

Gly Glu Met Cys 



Lys Arg Asp Cys 
640 

Asn Gin Thr Cys 
655 

Asp Thr lie Val 
670 

Thr Ala Lys Asp 
685 

Gly Lys Ser Asn 



Pro Asn Ala Met 
720 

Val Gly Leu Ala 
735 



Leu Leu Ala lie Trp 
74 0 

Phe Ala Lys Phe Gin 
755 

Ser Asn Pro Leu Tyr 
770 

Thr Phe Asn Lys Phe 
785 



Lys Leu Leu Val Thr lie 
745 

Ser Glu Arg Ser Arg Ala 
760 

Arg Lys Pro lie Ser Thr 
775 

Asn Lys Ser Tyr Asn Gly 
790 795 



His Asp Arg Arg Glu 
750 

Arg Tyr Glu Met Ala 
765 

His Thr Val Asp Phe 
780 

Thr Val Asp 



<210> 9 

<211> 315 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Ala Asn Cys Ser Leu Tyr Arg Ser Cys Gly Asp Cys Leu Leu Ala 
15 10 15 

Arg Asp Pro Tyr Cys Ala Trp Ser Gly Ser Ser Cys Lys His Val Ser 
20 25 30 

Leu Tyr Gin Pro Gin Leu Ala Thr Arg Pro Trp lie Gin Asp lie Glu 
35 40 45 

Gly Ala Ser Ala Lys Asp Leu Cys Ser Ala Ser Ser Val Val Ser Pro 
50 55 60 

Ser Phe Val Pro Thr Gly Glu Lys Pro Cys Glu Gin Val Gin Phe Gin 
65 70 75 80 

Pro Asn Thr Val Asn Thr Leu Ala Cys Pro Leu Leu Ser Asn Leu Ala 
85 90 95 

Thr Arg Leu Trp Leu Arg Asn Gly Ala Pro Val Asn Ala Ser Ala Ser 
100 105 110 

Cys His Val Leu Pro Thr Gly Asp Leu Leu Leu Val Gly Thr Gin Gin 
115 120 125 

Leu Gly Glu Phe Gin Cys Trp Ser Leu Glu Glu Gly Phe Gin Gin Leu 
130 135 140 

Val Ala Ser Tyr Cys Pro Glu Val Val Glu Asp Gly Val Ala Asp Gin 
145 150 155 160 

Thr Asp Glu Gly Gly Ser Val Pro Val lie lie Ser Thr Ser Arg Val 
165 170 175 

Ser Ala Pro Ala Gly Gly Lys Ala Ser Trp Gly Ala Asp Arg Ser Tyr 
180 185 190 

Trp Lys Glu Phe Leu Val Met Cys Thr Leu Phe Val Leu Ala Val Leu 
195 200 205 

Leu Pro Val Leu Phe Leu Leu Tyr Arg His Arg Asn Ser Met Lys Val 
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210 



215 



220 



Phe Leu Lys Gin 
225 

Val Val Leu Pro 



Ser Thr Pro Leu 
260 

Pro Gly Ser Arg 
275 

Gin Asp Ser Phe 
290 

Arg Leu Gly Ser 
305 



Gly Glu Cys Ala 
230 

Pro Glu Thr Arg 
245 

Asp His Arg Gly 



Val Phe Thr Glu 
280 

Val Glu Val Ser 
295 

Glu lie Arg Asp 
310 



Ser Val His Pro 
235 

Pro Leu Asn Gly 
250 

Tyr Gin Ser Leu 
265 

Ser Glu Lys Arg 



Pro Val Cys Pro 
300 

Ser Val Val 
315 



Lys Thr Cys Pro 
240 

Leu Gly Pro Pro 
255 

Ser Asp Ser Pro 
270 

Pro Leu Ser lie 
285 

Arg Pro Arg Val 



<210> 10 
<211> 375 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Glu Phe Glu lie Thr Phe Arg Pro Asp Ser Gly Asp Gly Val Leu 
15 10 15 

Leu Tyr Ser Tyr Asp Thr Gly Ser Lys Asp Phe Leu Ser lie Asn Leu 
20 25 30 

Ala Gly Gly His Val Glu Phe Arg Phe Asp Cys Gly Ser Gly Thr Gly 
35 40 45 

Val Leu Arg Ser Glu Asp Pro Leu Thr Leu Gly Asn Trp His Glu Leu 
50 55 60 

Arg Val Ser Arg Thr Ala Lys Asn Gly lie Leu Gin Val Asp Lys Gin 
65 70 75 80 



Lys He Val Glu Gly Met Ala Glu 
85 

Asn Thr Asp He Phe He Gly Gly 
100 

Lys Asn Ser Gly Val Leu Lys Pro 

115 120 

He Leu Asn Asp Arg Thr He His 
130 135 

Val Asn Val Glu Asn Ala Ala His 
145 150 



Gly Gly Phe Thr Gin He Lys Cys 
90 95 

Val Pro Asn Tyr Asp Asp Val Lys 
105 110 

Phe Ser Gly Ser He Gin Lys He 
125 

Val Lys His Asp Phe Thr Ser Gly 
140 

Pro Cys Val Arg Ala Pro Cys Ala 
155 160 



His Gly Gly Ser Cys Arg Pro Arg Lys Glu Gly Tyr Asp Cys Asp Cys 
165 170 175 
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Pro Leu Gly Phe Glu Gly Leu His Cys Gin Lys Ala He He Glu Ala 
180 185 190 



He Glu He Pro Gin Phe He Gly Arg Ser Tyr Leu Thr Tyr Asp Asn 
195 200 205 

Pro Asp He Leu Lys Arg Val Ser Gly Ser Arg Ser Asn Val Phe Met 
210 215 220 

Arg Phe Lys Thr Thr Ala Lys Asp Gly Leu Leu Leu Trp Arg Gly Asp 
225 230 235 240 

Ser Pro Met Arg Pro Asn Ser Asp Phe He Ser Leu Gly Leu Arg Asp 
245 250 255 

Gly Ala Leu Val Phe Ser Tyr Asn Leu Gly Ser Gly Val Ala Ser He 
260 265 270 

Met Val Asn Gly Ser Phe Asn Asp Gly Arg Trp His Arg Val Lys Ala 
275 280 285 

Val Arg Asp Gly Gin Ser Gly Lys He Thr Val Asp Asp Tyr Gly Ala 
290 295 300 

Arg Thr Gly Lys Ser Pro Gly Met Met Arg Gin Leu Asn He Asn Gly 
305 310 315 320 

Ala Leu Tyr Val Gly Gly Met Lys Glu He Ala Leu His Thr Asn Arg 
325 330 335 

Gin Tyr Met Arg Gly Leu Val Gly Cys He Ser His Phe Thr Leu Ser 
340 345 350 

Thr Asp Tyr His He Ser Leu Val Glu Asp Ala Val Asp Gly Lys Asn 
355 360 365 

He Asn Thr Cys Gly Ala Lys 
370 375 



<210> 11 
<211> 211 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Gin He Ser Ala Ala Asp Leu Asp Ser Pro Ala Ser Pro He Arg Tyr 
15 10 15 

Ser He Leu Pro His Ser Asp Pro Glu Arg Cys Phe Ser He Gin Pro 
20 25 30 

Glu Glu Gly Thr He His Thr Ala Ala Pro Leu Asp Arg Glu Ala Arg 
35 40 45 

Ala Trp His Asn Leu Thr Val Leu Ala Thr Glu Leu Asp Ser Ser Ala 
50 55 60 

Gin Ala Ser Arg Val Gin Val Ala He Gin Thr Leu Asp Lys Asn Asp 
65 70 75 80 
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Asn Ala Pro Gin Leu Ala Glu Pro Tyr Asp Thr Phe Val Cys Asp Ser 
85 90 95 



Ala Ala Pro Gly Gin Leu lie Gin 
100 

Glu Val Gly Asn Ser Ser His Val 
115 120 

Asp Ala Asn Phe Thr Val Gin Asp 
130 135 

Leu Leu Pro Ser Arg Pro Ala Pro 
145 150 

Pro lie Glu Leu Trp Asp Trp Gly 
165 

Thr Val Thr Val Ser Val Cys Arg 
180 

Ser Cys Leu Pro Trp Trp Cys Ser 

195 200 

Lys Lys His 
210 



Val lie Arg Ala Leu Asp Arg Asp 
105 110 

Ser Phe Gin Gly Pro Leu Gly Pro 
125 

Asn Arg Asp Gly Ser Ala Ser Leu 
14 0 

Pro Arg His Ala Pro Tyr Leu Val 
155 160 

Gin Pro Ala Leu Ser Ser Thr Ala 
170 175 

Cys Gin Pro Asp Gly Ser Val Ala 
185 190 

Ser Trp Pro Cys Gly Gly Arg Ser 
205 



<210> 12 
<211> 439 
<212> PRT 

<213> Homo sapiens 



<400> 12 

Gly Asp Arg Arg Pro Leu Pro Val 
1 5 

Lys Thr Leu lie Leu Leu Asp Val 
20 

Val Asn Glu Asn Phe Leu Ser Leu 
35 40 

Asp Gly Trp Leu Asp Phe Leu Ser 
50 55 



Asp Arg Ala Ala Gly Leu Lys Glu 
10 15 

Ser Thr Lys Asn Pro Val Arg Thr 
25 30 

Gin Leu Asp Pro Ser lie lie His 
45 

Ser Lys Arg Leu Val Thr Leu Ala 
60 



Arg Gly Leu Ser Pro Ala Phe Leu Arg Phe Gly Gly Lys Arg Thr Asp 

65 70 75 80 

Phe Leu Gin Phe Gin Asn Leu Arg Asn Pro Ala Lys Ser Arg Gly Gly 

85 90 95 



Pro Gly Pro Asp 
100 

Tyr Arg Thr Met 
115 



Tyr Tyr Leu Lys 

His Gly Arg Ala 
120 



Asn Tyr Glu Asp 
105 

Val Asn Gly Ser 



Glu Pro Asn Asn 
110 

Gin Leu Gly Lys 
125 



Asp Tyr lie Gin Leu Lys Ser Leu Leu Gin Pro lie Arg lie Tyr Ser 
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130 



135 



140 



Arg Ala Ser Leu Tyr Gly Pro Asn lie Gly Arg Pro Arg Lys Asn Val 
145 150 155 160 

lie Ala Leu Leu Asp Gly Phe Met Lys Val Ala Gly Ser Thr Val Asp 
165 170 175 

Ala Val Thr Trp Gin His Cys Tyr lie Asp Gly Arg Val Val Lys Val 
180 185 190 

Met Asp Phe Leu Lys Thr Arg Leu Leu Asp Thr Leu Ser Asp Gin lie 
195 200 205 

Arg Lys He Gin Lys Val Val Asn Thr Tyr Thr Pro Gly Lys Lys lie 
210 215 220 

Trp Leu Glu Gly Val Val Thr Thr Ser Ala Gly Gly Thr Asn Asn Leu 
225 230 235 240 

Ser Asp Ser Tyr Ala Ala Gly Phe Leu Trp Leu Asn Thr Leu Gly Met 
245 250 255 

Leu Ala Asn Gin Gly He Asp Val Val lie Arg His Ser Phe Phe Asp 
260 265 270 

His Gly Tyr Asn His Leu Val Asp Gin Asn Phe Asn Pro Leu Pro Asp 
275 280 285 

Tyr Trp Leu Ser Leu Leu Tyr Lys Arg Leu He Gly Pro Lys Val Leu 
290 295 300 

Ala Val His Val Ala Gly Leu Gin Arg Lys Pro Arg Pro Gly Arg Val 
305 310 315 320 

He Arg Asp Lys Leu Arg He Tyr Ala His Cys Thr Asn His His Asn 
325 330 335 

His Asn Tyr Val Arg Gly Ser He Thr Leu Phe He He Asn Leu His 
340 345 350 

Arg Ser Arg Lys Lys He Lys Leu Ala Gly Thr Leu Arg Asp Lys Leu 
355 360 365 

Val His Gin Tyr Leu Leu Gin Pro Tyr Gly Gin Glu Gly Leu Lys Ser 
370 375 380 

Lys Ser Val Gin Leu Asn Gly Gin Pro Leu Val Met Val Asp Asp Gly 
385 390 395 400 

Thr Leu Pro Glu Leu Lys Pro Arg Pro Leu Arg Ala Gly Arg Thr Leu 
405 410 415 

Val He Pro Pro Val Thr Met Gly Phe Phe Val Val Lys Asn Val Asn 
420 425 430 

Ala Leu Ala Cys Arg Tyr Arg 
435 
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<210> 13 
<211> 592 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Met Arg Val Leu Cys Ala Phe Pro Glu Ala Met Pro Ser Ser Asn Ser 



Arg Pro Pro Ala Cys Leu Ala Pro Gly Ala Leu Tyr Leu Ala Leu Leu 

20 25 30 

Leu His Leu Ser Leu Ser Ser Gin Ala Gly Asp Arg Arg Pro Leu Pro 

35 40 45 

Val Asp Arg Ala Ala Gly Leu Lys Glu Lys Thr Leu lie Leu Leu Asp 

50 55 60 

Val Ser Thr Lys Asn Pro Val Arg Thr Val Asn Glu Asn Phe Leu Ser 

65 70 75 80 

Leu Gin Leu Asp Pro Ser lie lie His Asp Gly Trp Leu Asp Phe Leu 



Ser Ser Lys Arg Leu Val Thr Leu Ala Arg Gly Leu Ser Pro Ala Phe 
100 105 110 

Leu Arg Phe Gly Gly Lys Arg Thr Asp Phe Leu Gin Phe Gin Asn Leu 
115 120 125 

Arg Asn Pro Ala Lys Ser Arg Gly Gly Pro Gly Pro Asp Tyr Tyr Leu 
130 135 140 

Lys Asn Tyr Glu Asp Asp lie Val Arg Ser Asp Val Ala Leu Asp Lys 
145 150 155 160 

Gin Lys Gly Cys Lys lie Ala Gin His Pro Asp Val Met Leu Glu Leu 
165 170 175 

Gin Arg Glu Lys Ala Ala Gin Met His Leu Val Leu Leu Lys Glu Gin 
180 185 190 

Phe Ser Asn Thr Tyr Ser Asn Leu lie Leu Thr Ala Arg Ser Leu Asp 
195 200 205 

Lys Leu Tyr Asn Phe Ala Asp Cys Ser Gly Leu His Leu lie Phe Ala 
210 215 220 

Leu Asn Ala Leu Arg Arg Asn Pro Asn Asn Ser Trp Asn Ser Ser Ser 
225 230 235 240 

Ala Leu Ser Leu Leu Lys Tyr Ser Ala Ser Lys Lys Tyr Asn lie Ser 
245 250 255 

Trp Glu Leu Gly Asn Glu Pro Asn Asn Tyr Arg Thr Met His Gly Arg 
260 265 270 

Ala Val Asn Gly Ser Gin Leu Gly Lys Asp Tyr lie Gin Leu Lys Ser 
275 280 285 
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Leu Leu Gin Pro lie Arg 
290 

Asn lie Gly Arg Pro Arg 
305 310 

Met Lys Val Ala Gly Ser 
325 

Tyr lie Asp Gly Arg Val 
340 

Leu Leu Asp Thr Leu Ser 
355 

Asn Thr Tyr Thr Pro Gly 
370 

Thr Ser Ala Gly Gly Thr 
385 390 

Phe Leu Trp Leu Asn Thr 
405 

Val Val lie Arg His Ser 
420 

Asp Gin Asn Phe Asn Pro 
435 

Lys Arg Leu lie Gly Pro 
450 

Gin Arg Lys Pro Arg Pro 
465 470 

Tyr Ala His Cys Thr Asn 
485 

He Thr Leu Phe He He 
500 

Leu Ala Gly Thr Leu Arg 
515 

Pro Tyr Gly Gin Glu Gly 
530 

Gin Pro Leu Val Met Val 
545 550 

Arg Pro Leu Arg Ala Gly 
565 

Gly Phe Phe Val Val Lys 
580 



lie Tyr Ser Arg Ala 
295 

Lys Asn Val He Ala 
315 

Thr Val Asp Ala Val 
330 

Val Lys Val Met Asp 
345 

Asp Gin He Arg Lys 
360 

Lys Lys He Trp Leu 
375 

Asn Asn Leu Ser Asp 
395 

Leu Gly Met Leu Ala 
410 

Phe Phe Asp His Gly 
425 

Leu Pro Asp Tyr Trp 
440 

Lys Val Leu Ala Val 
455 

Gly Arg Val He Arg 
475 

His His Asn His Asn 
490 

Asn Leu His Arg Ser 
505 

Asp Lys Leu Val His 
520 

Leu Lys Ser Lys Ser 
535 

Asp Asp Gly Thr Leu 
555 

Arg Thr Leu Val He 
570 

Asn Val Asn Ala Leu 
585 



Ser Leu Tyr Gly Pro 
300 

Leu Leu Asp Gly Phe 
320 

Thr Trp Gin His Cys 
335 

Phe Leu Lys Thr Arg 
350 

He Gin Lys Val Val 
365 

Glu Gly Val Val Thr 
380 

Ser Tyr Ala Ala Gly 
400 

Asn Gin Gly He Asp 
415 

Tyr Asn His Leu Val 
430 

Leu Ser Leu Leu Tyr 
445 

His Val Ala Gly Leu 
460 

Asp Lys Leu Arg He 
480 

Tyr Val Arg Gly Ser 
495 

Arg Lys Lys He Lys 
510 

Gin Tyr Leu Leu Gin 
525 

Val Gin Leu Asn Gly 
540 

Pro Glu Leu Lys Pro 
560 

Pro Pro Val Thr Met 
575 

Ala Cys Arg Tyr Arg 
590 



15 



<210> 14 

<211> 112 

<212> PRT 

<213> Homo sapis 

<400> 14 
Asp lie Val Arg 
1 

He Ala Gin His 
20 

Ala Gin Met His 
35 

Ser Asn Leu He 
50 

Ala Asp Cys Ser 
65 

Arg Asn Pro Asn 



Lys Tyr Ser Ala 
100 



:ns 

Ser Asp Val Ala 
5 

Pro Asp Val Met 

Leu Val Leu Leu 
40 

Leu Thr Ala Arg 
55 

Gly Leu His Leu 
70 

Asn Ser Trp Asn 
85 

Ser Lys Lys Tyr 



Leu Asp Lys Gin 
10 

Leu Glu Leu Gin 
25 

Lys Glu Gin Phe 



Ser Leu Asp Lys 
60 

He Phe Ala Leu 
75 

Ser Ser Ser Ala 
90 

Asn He Ser Trp 
105 



Lys Gly Cys Lys 
15 

Arg Glu Lys Ala 
30 

Ser Asn Thr Tyr 
45 

Leu Tyr Asn Phe 



Asn Ala Leu Arg 
80 

Leu Ser Leu Leu 
95 

Glu Leu Gly Asn 
110 



<210> 15 

<211> 1779 

<212> DNA 

<213> Homo sapiens 

<400> 15 

ATGAGGGTGC TTTGTGCCTT CCCTGAAGCC ATGCCCTCCA GCAACTCCCG CCCCCCCGCG 60 

TGCCTAGCCC CGGGGGCTCT CTACTTGGCT CTGTTGCTCC ATCTCTCCCT TTCCTCCCAG 120 

GCTGGAGACA GGAGACCCTT GCCTGTAGAC AGAGCTGCAG GTTTGAAGGA AAAGACCGTG 180 

ATTCTACTTG ATGTGAGCAC CAAGAACCCA GTCAGGACAG TCAATGAGAA CTTCCTCTCT 2 40 

CTGCAGCTGG ATCCGTCCAT CATTCATGAT GGCTGGCTCG ATTTCCTAAG CTCCAAGCGC 3 00 

TTGGTGACCC TGGC CCGGGG ACTTTCGCCC GCCTTTCTGC GCTTCGGGGG CAAAAGGACC 3 60 

GACTTCCTGC AGTTCCAGAA CCTGAGGAAC CCGGCGAAAA GCCGCGGGGG CCCGGGCCCG 42 0 

GATTACTATC TCAAAAACTA TGAGGATGAC ATTGTTCGAA GTGATGTTGC CTTAGATAAA 480 

CAGAAAGGCT GCAAGATTGC CCAGCACCCT GATGTTATGC TGGAGCTCCA AAGGGAGAAG 540 

GCAGCTCAGA TGCATCTGGT TCTTCTAAAG GAGCAATTCT CCAATACTTA CAGTAATCTC 600 

ATATTAACAG CCAGGTCTCT AGACAAACTT TATAACTTTG CTGATTGCTC TGGACTCCAC 660 
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CTGATATTTG CTCTAAATGC ACTGCGTCGT AATCCCAATA ACTCCTGGAA CAGTTCTAGT 72 0 

GCCCTGAGTC TGTTGAAGTA CAGCGCCAGC AAAAAG T AC A ACATTTCTTG GGAACTGGGT 780 

AATGAGCCAA ATAACTATCG GACCATGCAT GGCCGGGCAG TAAATGGCAG CCAGTTGGGA 84 0 

AAGGATTACA TCCAGCTGAA GAGCCTGTTG CAGCCCATCC GGATTTATTC CAGAGCCAGC 900 

TTATATGGCC CTAATATTGG GCGGCCGAGG AAGAATGTCA TCGCCCTCCT AGATGGATTC 960 

ATGAAGGTGG CAGGAAGTAC AGTAGATGCA GTTACCTGGC AACATTGCTA CATTGATGGC 1020 

CGGGTGGTCA AGGTGATGGA CTTCCTGAAA ACTCGCCTGT TAGACACACT CTCTGACCAG 10 80 

ATTAGGAAAA TTCAGAAAGT GGTTAATACA TACACTCCAG GAAAGAAGAT TTGGCTTGAA 114 0 

GGTGTGGTGA CCACCTCAGC TGGAGGCACA AACAATCTAT CCGATTCCTA TGCTGCAGGA 12 00 

TTCTTATGGT TGAACACTTT AGGAATGCTG GCCAATCAGG GCATTGATGT CGTGATACGG 1260 

CACTCATTTT TTGACCATGG ATACAATCAC CTCGTGGACC AGAATTTTAA CCCATTACCA 1320 

GACTACTGGC TCTCTCTCCT CTACAAGCGC CTGATGGGCC CCAAAGTCTT GGCTGTGCAT 13 8 0 

I GTGGCTGGGC TCCAGCGGAA GCCACGGCCT GGCCGAGTGA TCCGGGACAA ACTAAGGATT 144 0 

TATGCTCACT GCACAAACCA CCACAACCAC AACTACGTTC GTGGGTCCAT TACACTTTTT 150 0 

A.TCATCAACT TGCATCGATC AAGAAAGAAA ATCAAGCTGG CTGGGACTCT CAGAGACAAG 1560 

CTGGTTCACC AGTACCTGCT GCAGCCCTAT GGGCAGGAGG GCCTAAAGTC CAAGTCAGTG 1620 

CAACTGAATG GCCAGCCCTT AGTGATGGTG GACGACGGGA CCCTCCCAGA ATTGAAGCCC 168 0 

CGCCCCCTTC GGGCCGGCCG GACATTGGTC ATCCCTCCAG TCACCATGGG CTTTTTTGTG 1740 

GTCAAGAATG TCAATGCTTT GGCCTGCCGC TACCGATAA 17 7 9 



<210> 16 

<211> 336 

<212> DNA 

<213> Homo sapiens 

<400> 16 

GACATTGTTC GAAGTGATGT TGCCTTAGAT AAACAGAAAG GCTGCAAGAT TGCCCAGCAC 6 0 

CCTGATGTTA TGCTGGAGCT CCAAAGGGAG AAGGCAGCTC AGATGCATCT GGTTCTTCTA 12 0 

AAGGAGCAAT TCTCCAATAC TTACAGTAAT CTCATATTAA CAGCCAGGTC TCTAGACAAA 18 0 

CTTTATAACT TTGCTGATTG CTCTGGACTC CACCTGATAT TTGCTCTAAA TGCACTGCGT 24 0 

CGTAATCCCA ATAACTCCTG GAACAGTTCT AGTGCCCTGA GTCTGTTGAA GTACAGCGCC 300 

AGCAAAAAGT AC AAC AT TT C TTGGGAACTG GGTAAT 33 6 
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